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§AILNDAD LLaztﬂumm@)‘ﬂaIiﬂN’mu\‘ma’mISﬂL‘liu LNadw (pityriasis versicolor (PV)),
seborrheic dermatitis (SD), dandruff L8 atopic dermatitis (AD) [1,2] LAZUIEINBANY
FNNGALTa Malassezia IunIzUaLAaa (sepsis) baLaNMITARIWNIRIEIRBIRITNNS
waaALiaa (catheter) [3] luifaatiuitia Malassezia lasumsduunusania 18 adadleun
M. arunalokei, M. brasiliensis, M. caprae, M. cuniculi, M. dermatis, M. equina, M. furfur, M.
globosa, M. japonica, M. nana, M. obtuse, M. pachydermatis, M. psittaci , M. restricta, M.
slooffiae, M. sympodialis, M. vespertilionis \w8s M. yamatoensis [4-7] lauLTe Malassezia
nN&TFuNLIN M. pachydermatis dgmautiaidu lipid-dependent 1a431n10duN&39
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wangunatuayuaNydzIuiide nan13iazRilunves M. globosa uaz M.
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(extracellular enzyme %30 secretory enzyme) Watan lusuuniin [12,13]

FRTUMIANBIANUFNN WSV lipase LaznsAalsans IeiaNnLINTe
. A v A £ AAa 6 .. 6
Malassezia tolaianiinonlaanidiniisaslindfanssutenlss lipase nouanioas
(extracellular lipase activity) ganitlalmanfiuonldanfwitnlnd [14] uazilagiudaya
whole genome 284 M. globosa WAz M. restricta \&#3a&ay ok [12] MIANBIIIBINLINY
o bra lipase 1Wv0a Malassezia bannantiadisninlui@e 2 aU3ah lasin LIPT 289
M. globosa legninandnmquandaanudimizdeduainnuaznisuaasaanvasduluy
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WAUIE1TNB1IANNLTD M. globosa [15] kaatdlsnaudas lanuitiaw b lipase
TRAARANN M. globosa Basn1uuanisaalails Lipt watdwianlsd Mglip2 anniu
MgLIP2 [16] wananiliflafinsnisuandaanaadiin lipase N9 13 Swluszay transcription
289 M. globosa uazdnsamautavasienlmilasls expression vector va48ad Pichia
pastoris WU AR LTNNAAININTINLEW MR WA TEAUNITHRAIBENTUIZAY transcription
g9ga wazlinnudumizealuain triglyceride Awvlaaunnuuianitsfatanlad MgLip2 [17]
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lipase Va4 M. furfur WU optimum pH L¥inNU 5.0 TINKLALIALAT pH VBIRIRRI LA
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wRAILALARINU2T secretory lipase BE19%BY 3 T WAZAN optimum pH Va4 lipase
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5 expression vector 1983 P. pastoris Anwfianssuiaw log lipase 2a38% MILIPT V83 M.
furfur WU3ILa %W barad lipase ﬁlvlﬁl,flu secretory lipase LWINEWU N-terminal signal peptide
$1%72% 26 amino acids Waz i optimum temperature 7 40 °C uag optimum pH NNy 5.8
fansalalaslad lwauriadns 9 uaz Tween lo LLa:ﬁﬁmiiuLauvlénﬁgﬂﬂufaﬁmvlaaau
maaia%:ﬁﬁﬂszq 2* (divalent metal ion) [22] u@n&391N%% AL TT1891UN13E N1
WAy lipase W89 M. furfur nvanTiinedniae uwazdilidziutaya whole genome f
suyInivas M. furfur walugnudayabuvas GenBank lutlagtiuwuindin lipase va3 M.
furfur AUANAISTWIIWINNIZY 6 B Taendu complete sequence 31w 4 8 (LIP1-4)
Waz partial sequence $1WI% 2 8% (LIP5-6)
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